2017 4 1 A
550 555 1 3]

LR

Tobacco Science & Technology

Jan. 2017
Vol. 50 No. 1

iR B + 3% oh AR 25 75 A5 B B RT—qPCR A& T 43 47

2 OREBHN N OB, EHBE,T AR, KRR
THREHENEFR, TRATLERXARK2ST 400716

WE. AR A s M¥EFHI%, F) A E 652k £ & PCR(Real-time quantity PCR, RT-qPCR) 4 K , 2t £ 3§
PMEERBARFTE AN, AR T EIEPEEFTERBA G RI-qPCRA N F k. SR AW,
Tk SR I 23R F AR 0 AR MR E A 5%10° cfu/g £3E , RT-qPCR %Ml & R L3 P I E FHmE
0 XBE L FEIPCREMZE AR ZH T 104,

KR RF H AR B HHEF RIKHE ;RT-qPCR

RESHES:S432.41 XEFREE:A XEHS:1002-0861(2017)01-0012-05

RT-qPCR detection and quantitative analysis of Ralstonia solanacearum in soil
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Abstract: To effectively control tobacco bacterial wilt, real-time quantitative PCR (RT-qPCR) technique was
developed and used to quantitatively detect Ralstonia solanacearum in soil. The results showed that the lowest
concentration of Ralstonia solanacearum in soil detected by the developed system was 5x10* cfu/g. Comparing
with conventional PCR detection, the sensitivity of RT-qPCR detection to Ralstonia solanacearum in soil
increased by 10 times.
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Fig.4 RT-qPCR amplification curves of Ralstonia
solanacearum DNA of 10-fold serial dilutions
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Fig.5 Electrophoregram of conventional PCR products of
inoculated soil microorganism DNA
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Fig.6 RT-qPCR standard curves of Ralstonia
solanacearum DNA of 10-fold serial dilutions
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Fig.7 RT-qPCR standard curve of inoculated soil
microorganism DNA
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