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The Lipopolysaccharide
biosynthesis
IpxA UDP-N-acetylglucosamine acy ltransferase -2.46 426 x 10
IpxB lipid-A-disaccharide synthase -3.16 6.15x 1078
UDP-3-0-(3-hy droxy myristoyl
IpxC (-hy droxymyristoyl 2.33 1.94 x 107
glucosamine N-acyltransferase
UDP-3-0-(3-hydroxymyristoyl)
IpxD ] -2.61 247 x 10
glucosamine N-acyltransferase
UDP-3-0-(3-hydroxy myristoyl
IpxH (3-by droxymyristoyl) -1.58 8.9 x 107
glucosamine N-acyltransferase
IpxL lauroy| acy Itransferase -2.57 2.68 x 10732
IpxP lauroy| acy Itransferase -3.29 4.65 % 107¢
IpxK tetraacy ldisaccharide 4'-kinase -2.50 3.02x 102
Fatty acid biosynthesis
accCl acetyl-CoA carboxylase -3.44 8.35 x 1077
accB1 acetyl-CoA carboxylase -3.23 6.73 x 107!
fabD malony] CoA-ACP transacylase 232 1.84 x 1033
fabF 3-oxoacyl-ACP synthase -2.01 3.05x 10
fabZ 3-hydroxyacyl-ACP dehydratase -2.85 5.34 x 107
fabl enoyl-ACP reductase -3.81 1.89 x 1071%




Fatty acid degradation

lefA Long-chain-fatty -acid--CoA ligase 5.88 1.02 x 107!
pcaF beta-ketoadipyl CoA thiolase 243 8.87 x 10°%
gabD Aldehyde dehydrogenase B 2.98 3.12x 10
alcl alcohol dehydrogenase 6.15 1.59 x 1036
F-type ATPase
atpB ATP synthase subunit A -2.89 6.95 x 10
atpE FOF1 ATP synthase subunit C -2.52 1.35x 102
aipF FOF1 ATP synthase subunit B -2.89 9.06 x 1073
atpH FOF1 ATP synthase subunit delta -2.71 7.42 % 10%
atpA FOF1 ATP synthase subunit alpha -2.87 478 x 10°%
apG FOF 1 ATP synthase subunit gamma 273 278 x 10
atpD FOF1 ATP synthase subunit beta -2.97 7.80 x 107118
apC FOF1 ATP synthase subunit epsilon -2.77 7.04 x 10
Oxidative stress
coxP bb3-typecytochrome oxidase subunit IV 243 1.22x10%
coxO cytochrome oxidase subunit II1 3.09 291 x 108
coxM cytochrome B558 subunit A 3.05 6.80 x 1075
katGa catalase/hy drop eroxidase HPI(I) 4.89 3.01 x 10718
oxyR LysR family transcriptional regulator 2.57 3.49 x 10
Drug Efflux
mexA Drug efflux lipoprotein 7.13 1.60 x 10718
acrB multidrug transporter 7.10 8.20 x 1072
oprM Outer membrane drug efflux lipoprotein 8.37 6.01 x 1071
omrY inner membrane multidrug resistance 6.00 835 x 107102
transmembrane protein
emrA DSBA oxidoreductase 4.99 1.25 x 10"
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