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(4% H Lowe-Power Tiffany M, Khokhani Devanshi, Allen Caitilyn. Trends Microbiol. 2018.)

Figure 1. Colonization of Tomato Xylem by Ralstonia solanacearum. (A-D) GFP-tagged R. solanacearum in



tomato mid-stem cross-sections 48 h after soil-soak inoculation. Red is plant autofluorescence (image: Connor G.
Hendrich). (E-H) Scanning electron microscopy of tomato xylem from (E) healthy tomato plants or (F— H)

mid-stems of soil-inoculated plants showing first symptoms.
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